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Abstract

This research aims to identify source of Campylobacter jejuni infection in Thai human
and investigate the population structure of C. jejuni by performed multilocus sequence typing
(MLST). Twelve C. jejuni isolates isolated from diarrhea children in 2008, other 9 isolates from
broilers in 2002 and 42 isolates of Thai human MLST database in 1997-2005. The results
indicated that the majority of broilers isolates were similar to humans in previous records on
MLST database. Expectially, ST-2276 and ST-2971 were the sequence types found only in Thai
population (found in 2005 and 1998 respectively), were found from chicken isolates in this study
too. Moreover, 74.5% of STs (41/ 55 STs) were grouped into only Thailand-origin isolates. Thus,
the distribution of MLST genotypes from Thailand seems to differ from other country.
Furthermore, genotypes among human isolates are high diversity and some differ from chicken
genotypes, given that the source of human infection may associated with water which
contaminated with fecal matter from wild birds and other environmental reservoirs. These data
demonstrated that C. jejuni in broilers are related with C. jejuni in human isolates. Moreover,

there are possibility that sources of C. jejuni infection in human that persist in environment.



