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ABSTRACT

Numerous microsatellites are found in the nom-recombining portion of Y chromosome
(NRPY). They ivherited unchanged within the paternal lineage. When these microsatellites are
constructed together as a Y haplotype, it can be employed for analyzing the genetic structure and
variation among populations. This project aimed to investigate Y microsatellites at DYS19,
DYS385, DY S389 and DYS393 loci in Yao and Lahu,

DNA was extracted from white blood cells of unrelated males from Yao and Lahu, 15
persons in each tribe, by inorganic salting out procedure. Microsatellites were amplified using
polymerase chain reaction (PCR) technique. Polyacrylamide gel electrophoresis and silver staining
were used to identify allele size. Allelic distribution was recorded and aliele and haplotype
frequencies, genetic diversity as well as distance were calculated.

At the DY S19 locus, four alleles were found both in Yao and Lahu. At DYS385 which
is the duplicated locus, fourteen alleles were detected in Yao and eleven alleles in Lahu. At
DYS389, Yao had 3 alleles while Lahu had 4 alleles. Four and three alleles were found in Yao and
Lahu respectively at the DYS393 locus. 28 haplotypes, constructed from the mentioned 4 loci,
were observed in both tribes, 14 types each. The average genetic diversity value from 4 loci
showed no statistical difference between both tribes, The genetic distance value, calculated from

haplotypes, was infinity, since none of the same haplotype from Yao was found in Lahu.





