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ABSTRACT

Y chromosome haplotype is microsatellite alleles in non-recombining portion of Y chromosome, which
is polymorphic and inherited unchanged together as a group within paternal lineage, except for intervening
mutations that accumulate through generations, The analyses of microsatellite allelic frequencies and baplotypes in
Y chromosome give rise to the study of genetic diversity of the population, interpopulation variability and genetic
distance. These data can be used to construct the population structure and with additional history of migration, the
ancestor can be traced back.

DNA was extracted from white blood cells of 21 Karen males (matrilocal group) and 29 Hmong males
{patrilocal group) by inorganic salting out procedure. Tetranucleotide repeats microsatellite loci DYS19, DYS389
and DY8393 were amplified using polymerase chain reaction (PCR) technique. Polyacrylamide gel electrophoresis
and silver stainning were used to identify allele size.

At the locus DYS19, three atleles were found in Karen, while 4 alleles were found in Hmong. At the
locus DYS389 Karen had 4 alleles and Hmong had 2 alleles. Four alleles were observed at the locus DYS393 both
in Karen and Hmong, When haplotyp-es were constructed, 11 types were observed cqually in both tribes, but with
different frequency and pattern. Microsatellite alielic frequencies at 3 loci as well as haplotype frequencies showed
significant difference between 2 populations. Genetic distance calculated from haplotypes was 1.7967. It can be
interpreted that hilltribe populations studied had different genetic structure, which in part had been influenced by

their sirictly followed culture and tradition. Moreover these two populations had different ancestors. It is expected



that this thesis will be useful for further study in population relationship and for application in other related

evolutionary studies.



