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ABSTRACT

To study the power of discrimination (P.D.) of 6 microsatellite
(STR) loci, genomic DNA was extracted from the buccal cells and
leucocytes of Thai population samples (60 to 109 unrelated individuals).
DNA genotyping was performed on CSF1PO, TPOX, THOIl, F13AO01,
FESFPS and vWA loci by using 2 commercial multiplex systems (CTT and
FFv Triplex systems). The allelic determinations were performed by using
the long vertical denaturing polyacrylamide gel electrophoretic system,
followed by the silverstaining technique. A]le]ic frequencies were collected,
analysed for P.D. from each locus and combined P.D. from each and both
multiplexs. It was found that the P.D. value for each locus raﬁged from
0.7691 to 0.9226, while the combined P.D. of CIT, FFv and CTIT & FFv
Triplexes were 0.9969, 0.9986 and 0.999996, respectively. The database



obtained from this study is very useful for individual identification purposes
in the Thai population (eg. in the event of rape, forensic cases, burns, etc.).
Nevertheless, power of exclusions (P.E.) range from 0.1783 to 0.4039 and
0.3309 to 0.5831 in the cases of no parent and one parent, respectively.
Combined P.E. for CTT (no parent), FFv (no parent), CTT (one parent), FFv
(one parent), CYT & FFv (no parent) and CTT & FFv (one parent) were
found to be 0.6212, 0.7024, 0.8336, 0.8806, 0.8873 and 0.9801,
respectively. This useful database can be applied for paternity and maternity
applications. In conclusion, both multiplexes are suitable for individual

identification purposes and parentage testing.
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