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In this study, our experiment was divided into 3 parts. The first and the second were to
compare DNA fingerprint pattern between HAT-RAPD and AFLP techniques in different longan
tissues including leaf, aril, fruit-peel, and seeds and among nine varieties of longan respectively.
To amplify polymorphic DNA, three arbitrary primers name;l OPATOS, OPG13 and OPHI3
were chosen for HAT-RAPD as well as four primer combinations named E+AAG/M+CTA,
E+ACT/M+CAG, E+tAGG/M+CTA and E+AGG/M+CTT for AFLP in the first experiment. The
DNA fingerprint pattern in different tissues generated by HAT-RAPD was identical whereas the
pattern generated by AFLP was not. In the second experiment, using six arbitrary primers named
OPAKI10, OPAK14, OPAS10, OPD20, OPG13 and OPHI3 for HAT-RAPD provided 123
polymorphic bands with molecular weight 150-2700 bp in range. While a primer combination
named E+ACT/M+CAT for AFLP generated 51 polymorphic bands with molecular weight 50-
800 bp in range. Regarding HAT-RAPD dendrogram, all 9 varieties was classified into 2 majors
groups as well as in AFLP dendrogram. However, the AFLP dendrogram, Biewkhew, Lintchi,

Heaw, Seéchompoo and Puangthong were not classified correspondingly to their historical data.



The third experiment was to evaluate genetic variation among 20 varieties of longan
using lHAT-RAPD. Ten arbitrary primers named OPA13, OPAXK10, OPB18, OPG13, OPTIS,
OPWO06, CPW09, OPX01, OPX15 and QPZ01 provided 163 polymorphic bands (50.44%) with
molecular weight 100-2500 bp in rang, All 20 varieties was classified into 3 major groups and

matched to their histological background.



