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Genetic diversity of rice blast fungus, Pyricularia grisea collected from 7 sites in Chiang
Mai valley during 1997-1998 was analyzed by using Por2 rep-PCR . DNA fingerprinting of 344 blast
isolates from 5 rices cultivars, 1 barley cultivar, 2 upland rice cultivars, 1 indigenous rice cultivar
(218 isolates) and 6 weed hosts (126 isolates) revealed 156 lineages at 90% similarity. Most lineages
had distinct population. Four lineages (85, 87, 89 and 104) were predominant group representing
26.77% of blast isolates. Another fourty-one lineages were associated with a specific subset of each
tice culttvar at;d weeds, and others containing one or few blast sample for each. Por2 rep-PCR
showed high number of hybridizing bands for rice-infected isolates and low number of hybridizing
bands for non-rice-infected isolates. The result presented that some blast isolates have common
development origins. Pathogenecity of 118 blast isolates were tested on international differential
series host by using crude extract toxins (CET). International lines consist of 24 japonica lines (JL)

and 10 indica lines (IL), and 21 resistance genes. Eleven blast isolates were virulent on rice-carrying



Pia Pil, Piks Pi3 Pi5) and Pi tg-2 resistance genes. Individual cultivars showed different
spectra of resistance. Although there was no obvious relationship between lineage and virulence type,
the distribution of virulence was random between population of rice blast isolates. This study may be

particularly useful for selecting germplasm sources for more durable blast-resistance breeding.



