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Abstract

An analysis of genetic relationship among twenty cultivars of Litchi (Litchi
chinensis Sonn.) was investigated by RAPD (Random Amplified Polymorphic DNA)
technique. These cultivars were kindly provided by Chiang Rai Horticultural Research
Centre, Chiang Rai and Fang Horticultural Experiment Station, Chiang Mai. Sixty - nine
arbitary primers with 10 mers were applied to amplify DNA products, using those
cultivars'DNA as the templates, by PCR (Polymerase Chain Reaction). Five primers
named PAK10, PAQ12, PAS10, PB18 and PC09 were able to produced 60
polymorphic DNA 'bands (DNA polymorphism) with molecular weight ranged from 200 -
2000 bp. These DNA fragments were analysed by cluster analysis, then their genetic
relationship were presented in a dendrogram.  Regarding frequency of present and
absent of chosen DNA fragments at particular molecular weight, the twenty cultivars
were divided into two major groups. Moreover, Litchi cultivars in each major group
were classified into three sub-groups. Comparison of DNA fingerprint suggested that
some cultivars possessed difierent names, such as O-Hia - Haak-Yip, but displayed
identically DNA fingerprint. In addition, same cultivars exhibited very similarity of their
DNA fingerprint for instance Kwang Jao - Jean Hom and' Haew - Luk Lai. Therefore,

RAPD is a powerful technique to distinguished among Litchi cultivars.



