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A, = IHUAIAT

M73.HU. = AT NIFUALIAT

ml = odans

ul - Microliter (s) %50 lulnsang

AFLP = Amplified Fragment Length Polymorphism
APS = Ammonium persulfate

BSA = Bovine serum albumin

DNA = Deoxyribonucleic acid

dNTPs = Deoxynucleotide triphosphate

EDTA = Ethylenediaminetetra acetic acid

| = liter

mM = millimolar

0.D. = Optical Density

C = centigrade

PBS = Phosphate-buffered saline

PCR = Polymerase Chain Reaction

pmol = picromole

RFLP = Restriction Fragment Length Polymorphism
rpm = rotations per minute

SDS = Sodium dodecyl sulfate

SRFA 5 Selective Restriction Fragment Amplification
TAE = Tris-acetate-EDTA

TBE = Tris-borate-EDTA

TE = Tris EDTA buffer

TEMED = N,N,N’,N -tetramethylenediamine

U = Unit

UPGMA = Unweight Pair-Group mean arithmetic Method Analysis

w = Watt





