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ABSTRACT

Growth Analysis and Protein Content in five grain amaranth (dmaranthus cruentus,
"Mexican" morphological group) genotypes ; Accession PI 538320, PI 606767, PI 538321, PI
538255 and PI 477914 was determined during the two growing season (August - November 2010
and February - May 2011 ) at Mae Hea Agriculture Research and Training Center, Faculty of
Agriculture, Chiang Mai University. The experimental designed was conducted to a Randomized
Complete Block with four replications. Dry matter accumulation of total biomass, stem, leaf and

flower head were measured to determine the crop growth rate (CGR), stem growth rate (SGR),



leaf growth rate (LGR) and flower head growth rate (FHGR) by using linear regression analysis
method. Results showed that within accessions, Accession PI 538320 produced the highest seed
yield of 431.46 kg/rai in season 1, whereas not difference of these values among the genotypes
was found in season 2. Comparing between studied seasons, accession PI 538320 had a higher
crop growth rate of 1.68 and 1.45 g/plant/day and had a higher flower head growth rate of 0.58
and 0.60 g/plant/day and was partitioning more assimilate to the flower head of 34.52 and 41.38%
, respectively and higher than the other accessions. It was clear that the higher yielding grain
amaranth genotypes, more dry matter partitioning to the flower head (flower+seed) were found.
However, each yield components characters were not significant difference among the genotypes.
Leaf Area Index (LAI), Net Assimilation Rate (NAR), Leaf Area Ratio (LAR) and Specific Leaf
Weight (SLW) obtained from season 1 showed a significant difference among the genotypes, but

not in season 2. Seed protein content average was 11.04-11.77 % in both seasons.



