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Abstract

Phylogenetic analysis of fifteen formae speciales of Fusarium oxysporum ;
adzukicola, apii, asparagi, cepae, conglulinans, cucumerinum, fragariae, lagenariae,
lini, luffae, melonis, narcissi, pini, phaseofi, and vasinfectum were examined by using
AFLP technique. For comparison, F. monififorme and F. solani were used as outer
group. The morphological characteristic of the tested fungi on PDA medium showed no
significantly difference in color of colony or pigment production on the medium. Average
of the growth rate of each fungus was about 2.93 centimeters/day or 8 - 10 days to
cover the petri dish. Microscopic studies showed that the tested fungi produced a lot of
macroconidia (canoe shape; 2 - 4 cefls and 22.18 - 33.15 micrometers, long) and
microconiq.ia (oval to cylindrical ; 1 - 2 cells and 5.91 - 10.05 micrometers, long).
Indicated that all of the tested fungi (F. oxysporum) cannot be classified by using
morphological characteristics. For genetic analysis of the tested fungi, DNA of each
fungal isolate was extracted and analyzed by AFLP technique using EcoRi / Msel as

adapter, £coRI-A / Msel-C as the primers for the 1™ PCR and EcoRI-A / Msel CAG; Eco




RI-A / Msel-CAC; EcoRI-A / Msel-CAT and Eco RI-AC / Msel-C as the primer for the 2™
PCR. After analysis of the PCR products by PAGE (polyacrylamide gel electrophoresis)
a total of 155 polymorphic bands were obtained and analyzed by UPGMA (unweighted
paired group using averages) and parsimony. The result showed that all of tested fungi
can be divided info 9 distinct groups at a similarity of 0.70 as follows; the first group
consisted of formae speciales conglutinans., the second group was phaseoli,
adzukicola, cucurerinum, melonis, luffae and lagenariae., the third group was narcissi,
cepae and asparagi., the forth group was fini., the fitth group was fragariae., the sixth
group was vasinfectumn., the seventh was apii., the eighth group was pini., And the ninth
group was F. moniliforme and F. solani. These resuit also showed that the fungi in the
same group were close related since they were able to infected host of the same family.

Therefore, the AFLP technique was usefut for taxonomic of the Fusarium oxysporum.



