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Abstract

Following the establishment of the National Access to Antiretroviral (ARV) Program for
People who have AIDS (NAPHA), approximately 108,806 Thai infected patients received
antiretroviral drugs through the NAPHA program. However, several patients had developed drug
resistance to the treatment. Although there was a great number of research about risk factor of ARV
resistance in several countries, but there has been limited research of ARV resistance in Thailand.
The objectives of this study were to describe the prevalence and pattern of ARV resistance and to
identify risk factors related to ARV resistance in Thai infected patients who received antiretroviral
drugs. An analytical cross-sectional study was conducted by selecting antiretroviral naive HIV-
infected patients, who then received ARV at the DAY CARE clinic since 2001-2009 at Chiang Rai
Regional Hospital, Thailand. The study subjects were >18 years old, received ARV at least 12
months, had treatment history in the medical records at the clinic, and agreed to participate in this

study. The researchers collected patients’ demographics, viral loads and CD4 levels before and after



receiving ARV, the initial ARV treatment, concurrent medications, and adverse drug reactions from
medical records. The researchers interviewed the subjects regarding their alcohol use, condom
use,and smoking status. AVR resistance was determined viral load >1000 copies/ml copies/ml after
receiving ARV for 16-24 weeks or viral load rebound > 1,000 copies/ml or CD4 level decreased >
30 % of the maximum level or found a new opportunistic infection after ARV treatment for 12
months, and reported “resistance” results of genotypic drug resistance assay by TRUGENE® . Data
were collected from April to May 2009. Data was analyzed using descriptive statistics and logistic
regression modeling technique.

A total of 256 patients participated in the study. The majority of the patients were female
(55.5 %), average age of 41.3 (£7.8) with CD4 before recieving ARV < 100 Cells/mm3 (64.8 %),
log viral load > 5 before receiving ARV (80 %), no report of pre-existing mutation (100%, n=20),
received 3TC+d4T+NVP (84.8 %), average time of ARV was 4.0 (£2.1) years, ARV adherence >
95 % (86.7), experience adverse drug reaction (45.3 %), changed ARV regimen (53.5 %), prescribed
rifampicin (15.6 %) and simvastatin (2.0 %), reported always used condom (81.1 %), and alcohol use
(50 %). The prevalence of resistance to NRTIs and NNRTIs was 6.6 % and the prevalence of
resistance to PIs was 1.6 % of 20 patients with ARV resistance. NRTIs drug resistance were
observed in 3TC/FTC (85.0 %) followed by ddI and ABC (25.0 % each). In the pro gene, the
mutation was found at M184V (80.0 %) followed by V751, M41L, L74V and G190A (15.0 %
each) . For the NNRTIs, drug resistance were observed in NVP (80.0 %) followed by EFV (25.0 %).
In the pro gene, the mutation was found at Y181C (60.0 %) followed by V108I (30.0 %). For the PIs,
drug resistance were observed in APV/r or FPV/r and APV/FPV (15.0 % each) . In the pro gene, the
mutation was found at M361 and H69K (95.0 %) followed by L89IM (80.0 %).Age was significantly
associated with ARV resistance (OR=1.1, 95% CI 1.00-1.13). Patients who reported never use
condom and use condom sometimes had significantly higher risk of ARV resistance than those of
reported always use condom (OR OR= 7.27 ,95% CI 1.67-31.60 And OR=9.76 ,95% CI 1.13-84.023,

respectively).



